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Cat. No. Product Size
07960590001 Complete kit, with Universal gPCR Master Mix 300 x 20 pL rxn
07960603001 Complete kit, with ABI Prism gPCR Master Mix 300 x 20 pL rxn
07960611001 Complete kit, with Bio-Rad gPCR Master Mix 300 x 20 pL rxn
07960620001 Complete kit, with gqPCR Master Mix (optimized for Roche LightCycler® 480) 300 x 20 pL rxn
07960689001 Complete kit, with ROX Low qPCR Master Mix 300 x 20 pL rxn

for research use only, not for clinical purpose
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Cat No Product Size
07962380001 8 rxns
07962401001 KAPA HyperPlus Kit 24 rxns
07962428001 96 rxns

for research use only, not for clinical purpose
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Cat. No. Product

08098131702 . 24 rxns
08098140702 KAPA RNA HyperPrep Kits with RiboErase (HMR) 96 mns

for research use only, not for clinical purpose
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KAPA Library Quantification Kits
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Products of primer depletion

A lower ratio for the first size cut will result in longer fragments, whereas a higher ratio for the first
cut selects for shorter library molecules.
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Total assigned reads in lane
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By index, %
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Twenty-four indexed libraries were quantified by gPCR using the KAPA Library Quantification Kit (for
lllumina® platforms) and combined to create three sequencing pools of equimolar concentration.

Cat No. Product Size

07960140001 Complete kit (Universal) 500 x 20 pl rxns
07960204001 Complete kit (ABI Prism®) 500 x 20 pl rxns
07960255001 Complete kit (Bio-Rad®) 500 x 20 pl rxns
07960298001 Complete kit (optimized for Roche® LightCycler 480) 500 x 20 pl rxns
07960336001 Complete Kit (ROX Low) 500 x 20 pl rxns

for research use only, not for clinical purpose



