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Roche KAPA HyperCap Workflow v3.0
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Roche KAPA HyperExome Probes

BRI E2SINET panel » JEAVBIFFBNA ~ IO SNP BRI RABHER -

GRCh38/ hg38 ABREERFNAWNZEEKE (CCDS ~ RefSeq..) A SBEE » 2L F B2/ On-target

B ~ 43Mb + B

rate B —IE o
BERETRANEHESRESH RS
Probe database coverage

100%

95%

90% —
85% —
80% —
75% —
70%

CCDS RefSeq ENSEMBL ClinVar HGMD COSMIC UK PanelApp
(pathogenic) (within CDS only) CDS

W KAPA HyperExome ~43 Mb ~ Supplier Y ver.2 ~39 Mb Supplier Z Clinical ~67 Mb

REFEEEN On-target rate
TRFEEERTFES

Key enrichment and sequencing metrics — Specificity and target coverage

Supplier Z Compact ~48 Mb
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% reads on target Median coverage % bp 230X % bp 240X
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BE19—EE » TR GC bias 722
Normalised capture coverage across GC% spectrum

KAPAHyperExome
Supplier XE>ome
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HENRS © #91 /S EVALESIA O/N HERIFIER
A. 90 795 B. 6 C.6 53
80 717 /14 5 788
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70
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50 341
3 3 I
40 . 20 49
30 2 _© 18 17 15 2 Io 1
20 .
1 1
10
0 0 0
% reads on-target Fold-80 base penalty % PCR duplicates
W 15 minutes 1 hour 4 hours 16 hours

Shorter hybridization times have minimal impact on capture efficiency but can affect library complexity.

(A) The percent of on-target reads refers to the percent of mapped, non-duplicate reads overlapping a target region by at least 1 base.

(B) Coverage uniformity expressed as fold-80 base penalty.
(C) Percent of duplicate reads, associated to the library complexity. Bars represent the mean from triplicate libraries and error bars
indicate the standard deviation.

EHEBRAEE R FaERE

EAABEAEE Rxn size

KAPA Hyper Prep (96rxn) 96 2
KAPA HyperExome Prep Kit KAPA Universal Adapter, (15uM)960 uL 96 f
. KAPA HyperPure Beads (5 mL 5mL

ARBIMETEM KAPA HyperPure Beads (30 mL) 30 mL 1

KAPA HyperExome, 24 rxn 24 1

KAPA Probes resuspension buffer, 1 mL 1 mL 1

KAPA HyperCapture Reagent kit, 24 rxn 24 1

KAPA HyperCapture Bead kit, 24 rxn 24 1
EEABE S EE Rxn size £

KAPA Hyper Plus (96rxn) 96 2

KAPA HyperExome Plus Kit KAPA Universal Adapter, 15uM 960 uL 96 2
w KAPA HyperPure Beads (5 mL) 5mL 1
AT EM KAPA HyperPure Beads (30 mL) 30 mL 1

KAPA HyperExome, 24 rxn 24 1

KAPA Probes resuspension buffer, 1 mL 1 mL 1

KAPA HyperCapture Reagent kit, 24 rxn 24 1

KAPA HyperCapture Bead kit, 24 rxn 24 1
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Roche KAPA HyperChoice and
KAPA HyperExplore custom designs

W 24t hyperdesign #8uk + S+ RUELBRER R R RCHET
B ANEERARIEABERAE ATRETHIESE 200Mb HWEZRER
B SH9EMMBERAE A EFEEE

E| 4 A5REEHT RN R

8 1. £ A HyperDesign #fdi (https://hyperdesign.com/)

8 2 mEsERENYE

g 3. MABEERESN - FEEE Hi#E# A Gene ID =% Genomic coordinates
:|>:'* 4. BTER - HERAMIERET FEREZ > 20 ¢ TXT.BED.FASTA 1%

R{LELL > 20 NCBI B E ®_@|

PCR
duplication
rate 1

B=
MREREFAFEIETEIELT @ EINEBENE

Performance of two KAPA HyperChoice designs

B—EE

Target size % total Fold 80 % of bases
Design Genes (capture) HQ reads System duplicates (uniformity) 230X
Neurodegenerative >98 335 Kb 1,75 M NovaSeq6000 2.78 1.38 99.83
Hereditary disease >4100 12.3 Mb 20.00 M NovaSeq6000 1,62 1,43 97.22

H—REELRIHEMHERENEBEIT—FE

Specificity and Uniformity deliver better target coverage

100

95

90

85

80

75

70

65

60

22 7141 71.3 98.3 76.8

% reads ontarget % bp @100X % bp @ 200X % bases within 0.5 —2-fold

median coverage (uniformity)

B KAPAHyperChoice B SeqCap EZPrime Choice



SARS-CoV-2 jE&EiEAL COVID-19 FI5RIL » #5H KAPA SARS-CoV-2 TE panel EFF AliB Y= Z KK » HIZSIR
SEHERFRY RESEEM Y BRE M EERERE

B Roche 2R EE F#—B BT
W AR 10-20% Z 2 A[41EXZE| SARS-CoV-2 7% » ﬁﬂﬁ%%?ﬂ*‘*ﬁﬁkr‘%ﬁuwﬁ °
B HEREEREE 1/ BT ON BRIRARBIFNES

in human Library prep with Target enrichment with Final library enriched lllumina®
host RNAbackground KAPA RNA KAPA SARS-CoV-2 TE panel for viral sequences sequencing
HyperPrep Kit and HyperCap Workflow v3

LU KAPA RNA HyperPrep Kit 7 + {#H KAPA SARS-CoV-2 Target Enrichment Panel #t%f SARS-CoV-2 7/
HEITHES (Hybridization) @ $#5E KAPA HyperCap Workflow v3 547 » aIh#EE SARS-CoV-2 F5l F DT o

k== =1
— REBRASITHZEERE,
50
20 ng UHR background
45 4
100 ng UHR background
404
335
]
230
2
E 25 Expected
4 frequency

2 2 I I 16.67%
(AR I i (A [l S Il e N D D
< ES
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°] I I

0 A I

514 8782 9924 11074 17410 18603 18975 19065 19175 22303 26144 27925 28144 29095 29749
T>C C>T C>T ins. T C>T T>C T>A T>C A>C T>G G>T C>T T>C C>T (10-bp deletion)

Variants from six strains of SARS-CoV-2 are identified from within a single sample. A total of 1,000,000 SARS-CoV-2 genome copies from 6
different strains was combined with either 20 ng (dark blue) or 100 ng (yellow) of human RNA and processed in triplicate using KAPA RNA
HyperPrep and the KAPA SARS-CoV-2 Target Enrichment Panel. Alternate allele frequency analysis shows that all expected variants from the
six SARS-CoV-2 strains were identified at close to the expected frequency. Datasets downsampled to 1 million reads prior to analysis.

& 1000 viral copies BRI BSE 97% B E X (1X)
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1,000 10,000 1,000,000

Viral copy number
The KAPA SARS-CoV-2 Target Enrichment Panel achieves 1X coverage of >97% of the SARS-CoV-2
genome down to 1000 viral copies and genomic sequence from as few as 10 viral copies. Samples
containing the indicated number of viral copies in a background of either 20 ng or 100 ng of human RNA
were processed in triplicate using KAPA RNA HyperPrep and the KAPA SARS-CoV-2 Target Enrichment
Panel. Datasets were downsampled to 1 million reads prior to analysis.
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Roche KAPA R
HyperCap Workflow v3.0

A]i5EFE  KAPA HyperPrep ( #138;%5HEX1E )

MIEEREE

DRk - # DNA HER(E
Z 180-220 bp

INPUT DNA
D q]

Kmea = EDTA

- fEF KAPA HyperPlus (2B)
BER E&RmF S EDTA
BYERREABRNE

-1f 2 E 5l 7] fF A KAPA
HyperPure Beads % B&
EDTA » AIEZEIREMBERE
REALER

-% B Al K dh B EDTA R
E - tw)Em el Bl AR

Condition solution 2R 5E%&

ERAT / FE{&{4%

KAPA HyperPrep Kits
TSR 20°C / 30 4348 » FHE 65°C / 30 4E

LI52Rk ERAT RFE °
3A

END REPAIR
& A-TAILING

(for KAPA HyperPrep)

2A .Dan<a’ 4 6

MECHANICAL
FRAGMENTATION .ADAPTER LIGATION PREA%';&%%

(for KAPA HyperPrep) 3 B

iy 08X POST-LIGATION

CLEANUP

(for KAPA HyperPlus) .

ENZYMATIC \

FRAGMENTATION
(for KAPA HyperPlus) ¢, 0y -
E ><,I|I,>< El piCi iUt KAPA Universal Adapter /B2
Ligation Master Mix Sl A » A K18
S84 adapter dimers 2%
® ([
EREREE
-5 %8 gDNA KB = /E A
37 °C, 22 min B %IFH
180-220 bp #9 5 EAb i o
o EIE SE ERAT
THEEP/ 58 HyperPlus ;I'DS . Enzyme Mix
HEATIRE SR FE P A 2
HEE B EEAR/N -HyperPlus ERAT Enzyme
Mix (133 ) AIERIRAERE
*TARETBEZAER —® gk
buffer 5
Component | Volume -
Double-stranded DNA VE—W HyperPlus ERAT
(v 9 g Conons| 35 L Enzyme Mix <% f 7
KAPA Frag Buffer (10X) 5 HL . E@EE)\%H—EQ’”:
KAPA Frag Enzyme 10uL
Total volume 50 uL




HyperDesign Tool
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BIERBEREHE
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www.hyperdesign.com

-ERRBRRENEE
(ex. Qubit)

- FERR R R KB m
(ex. Agilent Bioanalyzer)
RATEEIE RN @

£ ? YES Or NO

LIBRARY
\TION

7

1.4X POST-AMP
CLEANUP

Pre-Capture PCR
EERIEXH

KAPA

HyperPrep Kit By

KAPA

HyperPlus Kit HEEES

|

BRURERRRET > mAl1E
FMERAVEERER !

ST BERBMEBERITEES
Roche KAPA library prep kits

T

Optional
pre-capture
multiplexing

TARGET CAPTURE
HYBRIDIZATION-BASED

KB BIRFIIRERTE
Hybridization Component H /1 A 8474

<40 Mbp Capture Target Size | 12 pyL
240 Mbp Capture Target Size | 9 L

WASH & RECOVERY

aa a Hybridization #53a1l

S BB RIAZT Wash
Buffers {EE i3] 547
e o

O =D

POST-CAPTURE

LIBRARY .
11 AMPLIFICATION Capture Beads #2715
1.4X POST-AMP — 1 KEBFFIANRE
CLEANUP o
<40 Mbp | 50 pL per rxn
240 Mbp | 100 pL per rxn
Post-Capture PCR
EERRIE R
<100 kb 18 cycles
100 kb —2 Mb 16 cycles
>2Mb—-40Mb | 10 cycles
>40 Mb 8 cycles
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KAPA SYBR® FAST gPCR Kit
%£—% 5% qPCR RitHEER
WRER - RIEREIERE 40 248

BYLREE

3400E+2 | +KAPASYBR® FAST ~Competitor A Sope 5331 160 3400E+2 | «KAPA SYBR® FAST =Competitor @ Slope 3.3 3123
=P 3% Fan ggi a8
[ ] == g& F.-,—E.— 290042 "'g‘ \\\ 2900E:2 ”g% \
. g_ ,HE 'fi 240042 2400E+2
. FE}EHF% 51900642 S1900Es2
1400E+2 1400E+2
9.000E+1 9.000E+1
95 °C  3min
95 OC 3sec 4000+ 4000E+1
60°C 20000 f 40 cycles L
0 5 10 15 ngle 2 30 35 0 0 5 10 15 Digle 2% 30 35 4«
H2{thf# SYBR #ALL * KAPA SYBR FAST B &5/ E(E ©
Cat No. Product Size
KK4600 KAPA SYBR® FAST Universal 1ml (100 rxns)
KK4603 KAPA SYBR® FAST ABI Prism® 1ml (100 rxns)
KK4606 KAPA SYBR® FAST Bio-Rad iCycler™ 1ml (100 rxns)
KK4609 KAPA SYBR® FAST for Roche® LightCycler 480 1ml (100 rxns)

KAPA SYBR® FAST ore-steo qRT-PCR Kits

it RNA Z| qPCR #5238 » B2 E|—/)\BF |

B E2EHSER - RIERES

B RFEREY) (414bp) TNER

B BAENEHEHEFIAN - AENEREEEZ 0.8pg/20pl

B RE—F  BeFEIREN KRR TRANGERER

B A2 M-MuLV & #E$#%F + RNase inhitibor + KAPA 45587 qPCR HE X

Competitor | Competitor Q Competitor A
(105% efficiency) (118% efficiency) (172% efficiency)

o000
w0000 wow 3

— 70000 _70000] &

3 €

§ s § soo0

£ £

8 50000 8 50000

g H

8 a0 8 oo

£ w0 £ w0

2 2

5 20000 = 20000
o000 1000

Cycle Cycle Cycle

The RRMI gene (94 bp, 45.7% GC) was amplified from a 10-fold dilution series of RNA (100 ng to 10 pg
per 20 u | reaction), isolated from human placenta, using the KAPA SYBR® FAST One-Step qRTPCR Kit
(green) or Competitor | (blue), Competitor Q(purple), and Competitor A (orange).

Cat No. Product Size

KK4650 One-Step qRT-PCR Kit, Universal 1ml (100 rxns)
KK4660 One-Step qRT-PCR Kit, ABI Prism® 1ml (100 rxns)
KK4670 One-Step gRT-PCR Kit, Bio-Rad iCycler” 1ml (100 rxns)
KK4680 One-Step qRT-PCR Kit, Roche® LightCycler 480 1ml (100 rxns)




KAPA PROBE FAST gPCR Kits

¥EHE - EEIELF

FA54Fi5 PROBE-base qPCR HYFEF

B REW  REFFEET 40 24E
M & A TagMan probe, FRET probe, Molecular Beacon 4%

m EEE
Wi

B EFA4 5 & probe /EF

i

«| KAPA (blue)

Supplier A (red)

o= pmr

i i 7 .-"I Supplier A -
LA A - ==
95°C 3min . P/, =
95°C 3sec : oy
60C 30sec H00¥es =, L %
# 2 = = " e
Template :human estrogen receptor (hER) 10- fold dilution (100 ng to 100 pg per reaction)
Cat No Product Size
KK4701 KAPA PROBE FAST Universal 1ml (100 rxns)
KK4705 KAPA PROBE FAST ABI Prism® 1ml (100 rxns)
KK4709 KAPA PROBE FAST Bio-Rad iCycler” 1ml (100 rxns)

KAPA PROBE FAST One-Step qRT-PCR Kits
[ - S TEHE - £ RNA 2] gPCR #5 -

BB A5ERk qRT-PCR
M §8 HotStart Taq * B MELE @ 12
IR

W EF 7 hydrolysis probes (e.g., TagMan) &2

ARt
W RFRIER » RFE—

B [ EBERARS

RT

PC

L

qRT-PCR —% ok!

Cat No
KK4752

B3 ES

Step

Reverse transcription
Enzyme inactivation

Denaturation

Annealing/extension/
data acquisition

Product

KAPA PROBE FAST Universal One-Step qRT-PCR Kit

Temp.
42°C
95°C
95°C

60°C

EFEAE|—/)\BF |

Duration

5 min

2 — 5 min

3 sec

2 20 sec

i displacement probes (e.g., molecular beacons)

Cycles

Hold

Hold

40

40

Size

500 X 20 ul rxns
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KAPA2G Fast ReadyMix with dye
= routine PCR 35t » 7518 » Bi4AL - %A PCR B3 \,__q

B 518 RIERRZE 70%

B SEEER 0 1kb B9 extention BFREI R EE 1sec

W 2 loading dye * PCR AT E##H1

W 2X ReadyMix i2J5 » £ 75 |

{5

Cat No Product Size
KK5101 KAPA2G Fast ReadyMix with dye 100 x 25 pl rxns

e
ety

KAPA2G Robust PCR Kit
BB B

W 7] E#4¢ E.coli & yeast {# PCR
B JARS AT/ & GC =& PCR #IHIERIERA
BEESE aE8E

Wide coverage of AT- and GC-rich amplicons

B KAPA2G Robust
W Wild-type Taq

% Amplicons successfully amplified

21-30 31-40 41-50 51-60 61-70 71-80 81-90
n=3) (n=21) (n=19) (n=19) n=13) (n=16) (n=5)

Amplicon %GC

Cat No Product Size
KK5522 KAPA2G Robust HotStart PCR Kit 100 U
KK5701 KAPA2G Robust HotStart ReadyMix 100 x 25 pl rxns




KAPA LongRonge PCR Kit
B F B fEess

B 7% 20 kb (Human Genomic DNA)
W A/A TA Cloning
M low copy number templates 7] F

(I

Mo e
KAPALongRange : <T: o !
<z T X
8 kb 15 kb ] o Xy &
<t A\
| N:
.-
Lamda DNA starting with 1ng to 1fg
Cat No Product Size
KK3501 KAPA LongRange HotStart (with dNTPs) 100 U
KK3601 KAPA LongRange HotStart ReadyMix with dye 100 x 25 pl rxns

KAPA3G Plant PCR Kits
EYEABA - 45 8% 50X

B BEER - AFHEVEY DNA » H##1T PCR

B PCR IhEs » HEWINFIE (40 * polyphenolics) B =My t4
B EER - JEANAKEEHEER (GMO) BRI

B ERES  AFFELSHES - BASHERMDF

B R4 + PCR EMIERILUS T/A Cloning

ER BRI

N .
-7 ] =

\{)§ ,l" [ 2
Leaf punch, crushed Add plant tissue or Fast PCR 45 min Gel electrophoresis
seed, crude extract, template directly to

or purified plant DNA. PCR

Cat No Product Size

KK7251 . 250 x 50 pl rxns
KK7252 KAPA3G Plant PCR Kit 500 x 50 pl rxns
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Cloning £[&

W

!

(@) TakaRa

Clontech TaaRa cellartis

PrimeSTAR® Max DNA Polymerase

EER s ERIE RO45A PrimeSTAR® Max 100 Rxns

L R045B DNA Pol 400 Rxns
B KRIEXEFS (~1 error/45,177 bp) oYmerase
B SIREEGRE (5-10 sec/kb)
M 2X Premix 27§

PrimeSTAR® GXL DNA Polymerase

R~ $RERE(E

B SEAEK 40 kb FE.

W JB{KEETRZE (~1 error/16,230 bp)
B 5/ GC-RICH A&

_ETTITTIITEN
RIS & 540

BREIBE AP IEIRER 7T - (ZEnER BASE S SRR Eh
W RERE BB 30 FAKEF !

W ST ~ EEE QC 2 - Bk EE MRS

W iRUE EEERBIE « M08 AR ERER

W R E (L buffer » BT ILERERRE

kA

RO50A

PrimeSTAR® GXL
DNA Polymerase

1000 Rxns

Rl
1010A BamH | 10,000 Units 2011A T4 DNA Ligase 25,000 Units
1040A EcoR | 10,000 Units 2050A T4 RNA Ligase 1,000 Units
1042A EcoR V 3,000 Units Klenow Fragment
1060A Hind 11 10,000 Units 2140A (Large Fragment E. coli 200 Units
1068A Kpn | 5,000 Un!ts DNA Polymerase )
1078A Sac | 2,000 Units 2150A Ribonuclease H 1,000 Units
1080A Sall 3,000 Units 2180A Poly(A) Polymerase 20 Units
1085A Small 2,000 L{mts Terminal Deoxynucleotidyl )
1086A Spe | 300 Units 2230A 300 Units
1093A Xba | 3,000 Units Transferase
1094A Xho | 5,000 Units 22504 Alkaline Phosphatase 1,000 Units
1160A Nco | 500 Units (Calf Intestine)
1161A Nde | 400 Units 2970A Recombinant DNase | 1,000 Units
1166A Not | 500 Units (RNase-free)
1235A Dpn | 1,000 Units Recombinant RNase .
2313A o 5,000 Units
Inhibitor
2520A SP6 RNA Polymerase 3,000 Units
2540A T7 RNA Polymerase 5,000 Units
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The Beauty of Science is to Make Things Simple

DNA Clean & Concentrator

W /u

B AR R/NRE6 ul 7;;%@,.thun§5’] DNA
B (O EENNZEAREDEH DNA FERARN

B 57K column 55t 0 SESREINR AR R

Technology Overview: DNA Clean & Concentrat

Select-a-Size DNA Genomic DNA Clean & DNA Clean &
Clean & Concentrator® Concentrator® Concentrator® Kits
Kits
High-quality, size selected Ultra pure DNA in
DNA in 7 minutes (library High molecular weight DNA 2 minutes (50 bp to 23 kb)
preparation and NGS clean-up (1 kb to > 200 kb) from PCR, impure preps and
applications) enzymatic digestions

DCC ZE & selection guide

H
oo

B RETREEER
Select-a-Size DNA Clean & Concentrator™
|

Genomic DNA Clean & Concentrator™/ Zymoclean™ Large Fragment DNA Recovery

DNA Clean & Concentrator™ / Zymoclean™ Gel DNA Recovery

Oligo Clean & Concentrator™

\

[ 1 1 1 1 1
DNA

Size 16 50 200 10 kb 23 kb 200 kb

Product i Binding Capacity Minimum Elution
D4013 %7l , D4033 %%, DNA Clean & 50 preps
prep 5/25/100/500 ug > 6/25/150 pl/2 mL
D4029 7%, D4031 &% Concentrator-5/25/100/500 200 preps
D4010, D4011 Genomic DNA Clean & 25 preps
10/25 pg > 10/35 pl
D4064, D4065 Concentrator-10/25 100 preps
50 preps
D4060, D4061 Oligo Clean & Concentrator 10 ug 26 ul
200 preps
Select-a-Size DNA Clean &
D4080 25 preps 3 ug =10 pl
Concentrator
50 preps
D4007, D4008 Zymoclean Gel DNA Recovery Kit 5 ug 26yl
200 preps
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EEDHRHESE

Microbiome Standards

Ry gy )/  BEDNMEEE  RIREEER  ARNMB(LREHE
' W ZymoBIOMICS Microbial Community Standard
Bl ZymoBIOMICS Microbial Community Standard 1l (Log Distribution)
Bl ZymoBIOMICS Spike-in Control | (High Microbial Load)

Bl ZymoBIOMICS Spike-in Control Il (Low Microbial Load)

B ZymoBIOMICS HMW DNA Standard

Bl ZymoBIOMICS Gut Microbiome Standard

B ZymoBIOMICS Fecal Reference with TruMatrix”~ Technology

Sample Collection

BERFERPIE
l DNA/RNA Shield

Hl DNA/RNA Shield Fecal Collection Tube

l DNA/RNA Shield Collection Tube w/ Swab
Il DNA/RNA Shield Lysis & Collection Tubes
l DNA/RNA Shield Saliva Collection Kit

Hl DNA/RNA Shield Blood Collection Tube

M Urine Conditioning Buffer

DNA/RNA Extraction

# M BashingBead " 15ELEA—RTIRE - EiREZEE HHAZER
W ZymoBIOMICS DNA Miniprep Kit

H ZymoBIOMICS RNA Miniprep Kit

W ZymoBIOMICS DNA/RNA Miniprep Kit

2% Host DNA ' {REET 44 DNA » TRE NGS reads
H HostZERO Microbial DNA Kit

R FEX DNA B - ERR=KERF

M Quick-DNA HMW MagBead Kit

Library Preparation

BRIEILRY 16S library BERM * BRIESMENESE
M Quick-16S™ NGS Library Prep Kit

NGS Analysis

TRIEIRBEEIRER T » IRMU TR E AR

B ZymoBIOMICS Targeted Sequencing Service: 16S (V1-V2, V3-V4, V4, or V6-V8)
Bl ZymoBIOMICS Targeted Sequencing Service: ITS

W ZymoBIOMICS Targeted Sequencing Service: 18S

Bl ZymoBIOMICS Shotgun Metagenomic Service
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System Biosciences

Exosomal RNA tools

Extraction- EVeryRNA™ EV RNA Purification
M #t{t Exosomal RNA - & 30 BN ei B &R

B Phenol-free * column-based * &4 5 « A EEFE(E 10 pl

B 5/ RNA-seq £2 miRNA profiling

8

BZ miRNA KI5 / flFIseEmsEE 75 i

miRNA RIFH 2

miRNA %] 88

.. ..

B AR EARRSE B S EA -ExoQuick(TC)+EVeryRNA, SmartSEC+EVeryRNA

74

TF

I‘-"—"x'

/ Lysis buffer
#~  Lysis additive
— p-mercaptoethanal
Glycogen

_—

. .-'f Ethanal
gttt y
s

/ lsolated EVs

2. Add ethanol, mix,
and load onto
column

3. DNase treat on
the column

1. Lyse isolated EVs by
adding reagents and
incubating 10
minutes &t room
temparatune

Reverse Transcription- EVeryRNA™

cDNA Synthesis & Pre-Amplification Kit o

4. Wash column

5. Elute evRANA

Exosomal RNAs

¥y 1 b MR

B 2 /NEFRETRISEA mIRNA B EM cDNATRRER  pojyadenylate N
[ | ﬁéf/ﬁ% RNA ' 10 pg-10 Hg s swltch . T sanAAnAnLs ¥ Adaptor
i i 1h Adapbor —
B NEFEA RNA-seq £2 miRNA profiling e
Reverse ‘;
TrRnsaiption and . .I~II o, FvmnAeTS anaaassass 3 Adaptar
iy
£
First-strand cDNA ¥
(gPCR-ready) ¥ O e — s
o T7 ¥
3 (I e — 5
Amplification for ¥ adaptor
secind strand (ONA @ primar
(T7 IVT ready) T v
5 GGG -
a coe 5

Exosome #fi{t,

&M

EVery100A-1 EVeryRNA™ EV RNA Purification System 20 Preps X ZXEY Exosome RNA

EVeryRNA™ EV RNA Purification System with . #b{t Exosome+
EVery106EQ-1 . ) 20 Preps | v(ExoQuick) e

ExoQuick EV Isolation ZXHY Exosome RNA

EVeryRNA™ EV RNA Purification System with ) #h{t Exosome+
EVery106TC-1 . . 10 Preps | v(ExoQuick-TC) .

ExoQuick-TC EV lIsolation ZXHY Exosome RNA

EVeryRNA™ EV RNA Purification System with v(SmartSEC #b{t Exosome+
EVery110SS-1 . 10 Preps ) e

SmartSEC Single Single) ZXEY Exosome RNA
EVery200A-1 EVeryRNA™ cDNA Synthesis & Pre-Amplification Kit 20 Preps X RNA & #5%

EVeryRNA™ EV RNA Purification System & cDNA ZEEY Exosome RNA+
EVery300A-1 o 20 Preps X

Synthesis Kit(EVery100A-1+EVery200A-1) RNA [ 8845
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System Biosciences

Lentiviral vector-cDNA expression

B 3=RI1BFSE - EZEIE | cPPT/ICTS & WPRE ER » AE47 R S IR ER KR
M Selection marker 2& * & GFP, RFP, Puro, Neo 2§ Hygro

Constitutive system
Single promoter- 3l —{& promoter Z=I7 GOI &I selection marker

Promoter MCS T2A/IRES  Marker

|

Dual Promoter- —{& promoter 1% GOl ° = —1{& promoter x1H selection marker

Promoter1 MCS | Promoter2 Marker

Bidirectional Promoter- 2 [E/A[EAY promoters * —{EXKIR GOl * —{AZKIT selection marker

f

Promoter Expression Level Applications
§ Commaonly used In mase call
el High lirees {HeLa. HENZ93, HT1080]
MCSV High Hematopoietic and Stem culls
KA [EIHHBEER F]3EZE TR AY promoters : = - Biobust In most coll types,

CMV, MSCV, UbC , PGK & EF1 il b vl

Aohust in most cell types,

H primary cells and Stem calls
Lowr and steady in mest cell
UbC Low typas, primary oells and Stam

ewlls

Promoter

pCDH-promoter-MCS-T2A/IRES-selection marker
cDNA Cloning and Expression Vector

Single CDxxx-1 10 ug DNA

pCDH-promoter-MCS-promoter-selection marker .
Dual CDxxx-1 10 ug DNA | cDNA 335 Lentivector

cDNA Cloning and Expression Vector

o pCDH-EF1-MCS-PGK-selection marker

Bidirectional | CDxxx-1 . . 10 ug DNA
cDNA Cloning and Expression Vector

(@) TakaRa

Clontech TakaRa cellartis

Lenti-X" GoStix Plus

W FIBAFHAPP 10 MENE(LHFSHE
W SRS EIRRAI R AR

4160k

=it Z o s

631280 Lo o 20 Tests
631281 Lenti-X GoStix Plus 50 Tests

(4]




o RS EaREFs

Azure Cielo
qure ANV —=
biosystems 3/6 Eﬂﬂ%“ JIEIEE PCR %nﬁ

96 FLA&FX - #5E) 3 Bl 6 R LEE

B ERINER - RIFTLERAR 16 MILES AR EEA  AIRRES
fc/)ﬁﬁﬁL&E’Jialf?%x&}E

W &6 &R 30 24E (Fast Program) 52X E 5 © Standard
program 90 BTN E 5

W EE Eﬁiﬁiﬁtﬁ%’?ﬁiﬁ’] qPCR HAIEELFEMER

W IR - EE 1,000 X gPCR B » (KA AIIRAAE RIS
AR ER M ER

B Inter-well 55 E : L1 105 copies Y GAPDH #1T 96 S48 »
H CV {E87% 0.002

W EEM - RE 10.3 WETEsR - BRcRERiE  GE5EF
AN EBIGEIR AT HAREE ~ LAN ~ Wi-Fi 3§ USB &g

Dyes/Probes Azure Cielo 3 Azure Cielo 6

SYBR" Green, EvaGreen™, FAM™ v v

VIC®, HEX™, JOE", CAL Fluor® 540, CAL Fluor® Orange 560 v

TAMRA™

ROX™, TEX*615, CAL Fluor® Red 610

Cy®5, Quasar®670, Liz®, Mustang Purple ®
Cy®5.5

Other dyes/probes are possible depending on the system configuration.

TurboCycler 2 Thermal Cycler
B SHstEtH R ERIEIRE

BREKAES) o A REKATIRHE 3.3 - 5.5C | BB

B Bt PCR R RAGEE « PURFARRIRRE R E 2

B XE program 4f easy | RE 7 WREHE SR MEZEER
BRNHE » BEIRE

W FER LM © A#1T Gradient PCR, Touchdown PCR,
Time Increment &5

B EHRENT ¢ AR WI-Fi 548 » BB RIR B

B FL0 - EEEEEENEEARREREZS

fETEAERAIR R
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BIOSEARCH i,
TECHNOLOGIES %

GENOMIC ANALYSIS BY LGC

Stellaris® RNA FISH

—#H Stellaris RNA FISH Probes B2 Y 2B ¢ IZ5CH probes » AIAESE] 1 {E4FERT transcript L » EZEH
fEE’JEﬁg—FEEEEEHjEE’J”&tEE 2 MR EXBEHE A REER ~ B4 - EE2EERRT RNA 2F (MRNA &
IncRNA) BERH T » BBELEAREENEY  ZEIRREIZEEES THER

B SEWE - 5E2 FhaA

B EARARE - 458~ RASY) RS

M Probe dye #2145 » 8 A LIERIUEE

B [FFFEIZ2 =7 mRNA : /KA probe dye 252 =7 mRNA - ] DAPI 2ol E

M Stellaris RNA FISH Probes 2 4 » AI[ARF {2 A B8 ERZREE 0 3R (IHC ~ ICC) #£1T DNAFISH ~ IF &
B REREHE  —RKNERER

A549 cells [FRFERZR

3 1 RNA =3 8 BuiEnmE

EGFR mRNA (yellow)
TFRC mRNA (green)
DNA (blue)

CAL Fluor®
Red 590

CAL Fluor® CAL Fluor®

© 670
Red 610 Red 635 SNy

—#H mRNA probe set AE 30-48 1% oligos * Stellaris RNA FISH probes $2f¢ Stellaris
ST mRNA TR FER A EETTHERZ RNA FISH buffers A& S{EILE & EN 55

Conventional RNA FISH Buffers

JLAE S {T—#B RNA FISH Probe
BRI = RNA FISH buffer set JIEEEE(E »rr»> ’ |

( A& Hybridization Buffer, Wash Buffer A, Wash Buffer B)
([R{E 21,500 it )

EmMRREFTEL R

Custom Probe Sets ShipReady Probe Sets DesignReady Probe Sets

ABTRTAFERBBIRMEE FZ A& human 3 mouse reference HHEEER - FH&EE&&H‘I%
17" &G - mRNAs 71 IncRNAs £ positive 55 WEIFTEREETAEREE
control °




i

N,
Ly

SARS-CoV2 ; a._
MR LB

=ik ﬁ%% MACS T—H18
3% smartstrainers

25 @130 ym

SARS-CoV-2 A2 IkIEEZ - Miltenyi Biotec i NN E BT A BEREBET mPkEAYRFHER

Analysis of SARS-CoV-2-specific B cells
EH—EHENS R /NE I 1ERA Spike 1 RBD 45214 B RMIRAI ~ EEMKREHE

130-128-022 SARS-CoV-2 Spike B Cell Analysis Kit, human
130-128-032 SARS-CoV-2 RBD B Cell Analysis Kit, human

Enrichment of SARS-CoV-2-specific B cells
F AEER D 2D BEH SARS-CoV-2-specific B cells

130-128-031 SARS-CoV-2 Spike B Cell MicroBead Kit, human
130-128-033 SARS-CoV-2 RBD B Cell MicroBead Kit, human

SARS-CoV-2 antig
RIATAESRETHERESFEMLERENAEN - BEMRSEN B AiRMnE

Spike ghrcoprotein (51 Wiral envelope s TR )

000,

Hucleoprotein (M) g
Envelope protein ()
Mernbr i M
ane protein (M) (6 & 8 2
1ddi]
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SARS-CoV-2 PepTivator pool

A A A NS R 2 B AR LRI SARS-CoV-2 45214 T #ipE - &7 LUSAIsL A8 T #HRR
LGETTE—FHT - EEMTEEEERN T Al E R R AR A RIEARAE

Human PBMCs

O (§
N\
Miltenyi Biotec

Antigen-specific T cell

APC stimulation with SARS-CoV-2
PepTivator Peptide Pools
(+ Brefeldin A)

MHC

Peptide AR SR Optimized intra- and
TCR extracellular staining

! ! ! with MACS® Antibodies

Flow cytometry analysis

k T cell . using a MACSQuant Ana
Schematic overview of the workflow for stimulation and analysis of SARS-CoV-2—
FZEBENS reactive T cells using the SARS-CoV-2 T Cell Analysis Kit (PBMC), human.

HFHRETERIBRE - HEB ERMRE R SARS-CoV-2 RN EEAE

SARS-CoV-2

) Protein Sequence part Quality grade Product name
lineage
Whole proteome (structural . Premium grade & )
. Immunodominant sequences PepTivator SARS-CoV-2 Select
and non-structural proteins) MACS GMP
Predicted immunodominant )
Research grade PepTivator SARS-CoV-2 Prot_S
sequences
Complete N-terminal S1 PepTivator SARS-CoV-2 Prot_
. . Research grade
i Spike protein domain St
variant pike p Parts of the C-terminal S2 PepTivator SARS-CoV-2 Prot_
. Research grade
domain S+
Complete sequence of the PepTivator SARS-CoV-2 Prot_S
. Research grade
mature protein Complete
Nucleoprotein Complete sequence Research grade PepTivator SARS-CoV-2 Prot_N
Membrane protein Complete sequence Research grade PepTivator SARS-CoV-2 Prot._ M
. . Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
B.1.1.7. spike protein Research grade
reference) B.1.1.7
. Mutated regions (and WT PepTivator SARS-CoV-2 Prot_N
B.1.1.7. nucleoprotein Research grade
reference) B.1.1.7
. . Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
B.1.351 spike protein Research grade
reference) B.1.351
. .| Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
B.1.427/B.1.429 spike protein Research grade
Mutated reference) B.1.427/B.1.429
i Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
variants B.1.525 spike protein E ( Research grade 2 -
reference) B.1.525
. . Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
P.1 spike protein Research grade
reference) P.A1
. . Mutated regions (and WT PepTivator SARS-CoV-2 Prot_S
B.1.617.1 spike protein Research grade
reference) B.1.617.1
. . Mutated regions (and WT PepTivator SARS-CoV-2
B.1.617.2 spike protein Research grade
reference) Prot_S B.1.617.2
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E1A115% REAfinity  Recombinant Antibodies

EBmCAEAR AT I LI COVID 19 R B2 HEST R Ba I

A R@\it

Miltenyi Biotec Recombinant Antibodies
v

y

B SRR BN —30E - REESNERM
W ERREIE B B ER Fe XASFRER (Fc receptor blocking) % 5%
W E—ERREEIES (Isotype control) » KIBEIE A

Recombinantly generated

Made to meet new reproducibility standards

HEXE—EES

One universal
lgG1 isotype

Made to reduce
complexity of
experiment planning

Mutated
Fc region

Made to eliminate
background signal

TEFRIGE X BOMIER , 58 REAfinity” /M LIRS RERENBRIEIZE L

Immunophenotyping

specific markers
category

Antigen presenting

T cell NK cell

CD3, CD4,CD8,CD27 CD19,CD20,1gA,IgM CD56,CD16

CD45RA, CD45R0O, CD62L

Tbet, FoxP3, ROR rt, Stat1, Stat5 , Stat6, IRF4, TOX

IFN7, TNFa L2, IL-17A, IL-17F, IL-10, TGF-b, IL-6, IL-12, IL-21, GM-CSF

CD25, CD69, CD38, HLA-DR, PD-

1, CD28, CD57, CCR7, CD127, CD95, CD107a, 41BB, CD40L, CTLA 4, TIGIT, TIM3, LAG3, NKG2A,

KLRG1, CD137, CD86, CD80, CD244 (2B4)
Granzyme A, Granzyme B, Perforin
STAT, ERK, NFkB Check our cell signalling antibodies

cell (DC, monocytes)
CD14,CD11c,CD16

Naive and memory marker
Transcription factor
Intracellular cytokine

Activation/Exhaustion
marker

Cytoplasmic granule
Cell signaling protein

Proliferation marker

Ki67, PCNA, Bcl-6

Adhesion molecule

CD11a, CD58, CD99

Migration molecule

CCR4, CCR5, CCR6, CXCR3, CXCR4, CD197, CXCR5, CCR10

SARS-CoV?2 reactive protein

Neuropilin-1




Immobilon® Now

PVDF membrane

W & AES8EIA/)N © —JIF4] PVDF membrane
W E50E85T - Mini & Midi mERRKS » @B —J)#Y)

B RNRE : B3

E = environment-friendly y/

W BT\ R ANMEZ A

8.5 A%
— &)
J
—— _li
‘-—..____-‘- llr"
. 4y

# # Immobilon®-E Immobilon®-P Immobilon®-PSQ
5 % IEVH85R IPVH85R ISEQ85R

o £ EE—RAUERLIAY PVDF & !

BNFRENA » T RERERRR !

o RERIEEHR L EER !
MR -
o BIEZE A AR 20 kDa B9 Western

o ERRAINRERMN | SIERAT

s RENEREESERREE !

N\AFEERERREXRREER

o BIEE R AR 20 kDa BIAZS Blot % Dot Blot EE&5i#EFA - o [REENERE  REEIENL BEANREEE!
Western Blot EE#9EA - ERIBURHRE -
v B8 v B8 -5 v {6285k

Chemiluminescent detection

v BEeEh

Chromogenic detection

Chemiluminescent detection Fluorescent detection

v Bt

Chromogenic detection

v 1IREH (R

Radioactive detection

Chemiluminescence

v BBl

Chromogenic detection

0.45 pm

0.45 pm 0.45 pm

0.2 pm

8.5cm x 10 m

8.5cmx10m 8.5cmx10m

8.5cmx10m

42 mini Blots

142 mini Blots 142 mini Blots

142 mini Blots




WOEES . ZEE

B Premixed BINRE - BZAME4

TERIN His—SFTZRES  MBEANEEHE

stern HRP substrate

#ZE > e fREAERRER

Crescendo

1 A xS LUERERT

Forte

Classico

Immobilon Classico

Immobilon Crescendo

Immobilon Forte Western

s Western HRP substrate Western HRP substrate HRP substrate
=L WBLUC0500 WBLURO0500 WBLUF0500
Western Blot BE:7#E A
Western Blot & & Western Blot E&&7E A .
AERHF

B Premixed Premixed Premixed
B 500 mL 500 mL 500 mL
AE2EHE 5000 cm’ 5000 cm’ 5000 cm’

s s =

Immobilon Western

Immobilon ECL Ultra

i Chemiluminescent HRP Substrate Western HRP Substrate
B9 WBKLS0500 WBULS0500
Western ~ dot blot Z &2 Western blot Z &%
Y A+B mixed A+B mixed
o Luminol (250 mL) A (250 mL)
= Peroxide solution (250 mL) B (250 mL)
AEEmE 5000 cm’ 5000 cm’
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Internal control @ —in

13,000 7T

{2 Internal control

Anti-Actin Antibody, clone C4 #maB1501
B2 BERNEE , @ETHEEH/ globular (G) & fillimentous (F) forms K& »

BAZTERIBEARS
B SHAE WB BRE—E
B EYRINEER

W B8 2000 R XA @+ AR®XER internal control

g
%

A Y4

Species Key i \
__ e Host  Format §
Reactivity Applications o
ELISA, ICC, IF, Monoclonal ]

A M Ascites . =
IHC, IH(P), WB Antibody e

Anti-GADPH Antibody, clone 6C5 #maB374

B EZEANSESRA internal control
B ~ZEE. coli ) GAPDH K fE
B SHAE WB FERE—4 » 848 2000 & S

Species Key
” L Host Format Type
Reactivity Applications
Ca,H, M, R, ELISA, IP, ICC, - Monoclonal
M Purified .
Rb, F, Fe, Po IF, IHC, WB Antibody

Hela NIH/3T3

{8 sE e

Goat Anti-Rabbit IgG Antibody, HRP Conjugated #ap13z2p

Application Notes
ELISA and WB: 1:5,000-1:100,000
IHC: 1:500-1:5,000

Goat Anti-Mouse 1gG Antibody, HRP Conjugated #ap124p

Application Notes
ELISA and WB: 1:5,000-1:100,000
IHC: 1:500-1:5,000
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Q@ TOP 100 }5EIREHRE

11,000 7T

Neuron & 72 ABRA LTI BS

Anti-NeuN Antibody, clone AGO #waB377

W B8 4000 B ES|IH

B RS AREERE—  HARSUREN 85% LLE
B )EHRERERE

W = CP {& ' 500 ug 85

Species Key
» o Host  Format
Reactivity Applications
Av, Ch, Ft, H, M, FC, ICC, IF, IHC, .
M Purified Monoclonal
Po, R, Sal IH(P), IP, WB

4G10 B bRl RS R R AR 4

Anti-Phosphotyrosine Antibody, clone 4G10 #05-321

W B8 3000 & &S|
B {SAIFTEYTERY Phosphotyrosine Z2('8 97 -
B 2RARARBRCEOE SRR ”

45-

Species Key

B L Host  Format Type 31-
Reactivity Applications

A ICC, IHC, IP, WB M Purified Monoclonal 21-

Epigenetic REIEEHMTAEMEE

Anti-phospho-Histone H2A.X (Ser139) Antibody, clone JBW301 #05-636
W H2A.X Ser139 HIBiE4EL DNA 1815 KA AS B 2486

B SIS ChIP HEK

W B35 2300 RAmSCERA 0 i Epigenetics or PTM ST Hiee

Species Key

B T Host  Format Type
Reactivity Applications
ICC, IF, WB, Immunocytochemistry : Jurkat cells were treated
Vrt M Purified Monoclonal with etoposide and stained with #05-636 (green,
ChlIP, IHC right panel; DNA stained with DAPI, left panel).

Stem cell 23#lEIZRA £ i8S

Anti-Human Nuclei Antibody, clone 235-1 #mAB1281

B SRR AEFEARNARE - REtEYEER T ASARERES
W B8 300 mam 3 ERA + DI BERME IR TS

Species Key

Host Format

Reactivity pplications

Human Only IH(P), IP, ICC M Purified Monoclonal Immunocytochemistry : Stain human neural stem
cells transplanted into rat brain..
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i® DM 5218 Epigenetic kit / beads #E 5 Epigenetic 1873 kit/beads

Apoptosis kit Al ZHLEHENEE

20 8 HT
Epigenetic &

Magna ChIP" A/G Chromatin
Immunoprecipitation Kit

W ERME AR RRAES

W J5(E : ISR L DNA EUEE ChiF b&:g:et_c beads
~ e agarose I

W A | HIRARATE ChiP BRI 1 RATTA Protein A 16-157 16-661

W £ S ¢ EZ-Magna ChIP §#7 normal IgG #1 gPCR Protein G 16-201 16-662
primer ¥188 » MBEMNET » EME—KERM LF Protein A/G X 16-663
Cat.No. Description Qty/PK
17-10085 Magna ChIP™ A/G ChIP Kit 22 assays
17-10086 EZ-Magna ChIP™ A/G ChIP Kit 22 assays

¥&:%& Apoptosis & kit
DNA Fragmentation

#| A E#E{E8 (Indirect) /% » ¥ #_E Digoxingenin (Dig) W Biotin B9 ANTP E#5% DNA FE&RY 3' i » 535
A A%A HRP B A ##:52) Dig =X Biotin F947162 » IIASZEETEM °

AL ICC /IHC {581

Chromogenic
2ank Eank

B Digoxigenin Biotin Green Red
i | | |
ﬁ% A control 7 control A control
#S7101 #QIA33 #S7111
\ \
4 control £ control #E control
#S7100 #S7110 #S7165

ApopTag® Peroxidase In Situ Apoptosis Detection Kit #s7100 & s7101

Z R EMRRA digoxigenin/anti-digoxigenin 1581 R 4% ¢ LhE4R avidin/biotin E8) R 4t
BE— FEEPR - 2R sheep pAb I Bk Fc portion * BIFE—MREIR/E -

1. KBI5UBR - B » FIAHS b = 5
2. BRI AIRTSIRR B
3. AR AYME #HAE (dexamethasone treatment)
4. 14 XY/ NEERERR
SO A 5. KB ENHEZLAR




MERCK Sample Pretreatment
Inhibitor

Protease Inhibitor Cocktail Phosphatase Inhibitor Cocktail

B EEL  HHAFENER - RUEZERNRAVE B 2mEpE

1Z (with EDTA, EDTA-free, Animal—Free) M Ready-to-use: Liquid /= » EE%DHEZD
W 5@ : 424t Liquid LUK lyophilized B B B0 REER
T {EEEGA B SEE  RESERERS  NAEREBIMR

B 5D SOREER
B SRE  BRESRESE  NEEWBRMER

Protease Inhibitor Cocktail

Serine Cysteine Aspartic Aminopeptidases | Metalloproteases | concentration
proteases proteases proteases proteases stock solution
539131 ++ ++ + 100X
539134 +++ ++ + + 200X
539137 +++ ++ 100X
. Phosphatase Inhibitor Cocktail
Acid Alkaline protein tyrosine Serine/threonine | concentration
phosphatase | phosphatase phosphatases (PTPs) phosphatases | stock solution
524625 +++ ++ + 100X
524629 + + + ++ 50X
(= mm] g e
SR 5 2%1
Description Package
539131-10VLCN Protease Inhibitor Cocktail Set | 10 vial
539131-1VLCN Protease Inhibitor Cocktail Set | 1 vial
A 539134-1SETCN Protease Inhibitor Cocktail 1PC X 1SET (EDTA-free) 5x1mL
N4 539134-1MLCN Protease Inhibitor Cocktail 1PC x 1ML  (EDTA-free) 1ml
539137-10VLCN Protease Inhibitor Cocktail 1PC x 10VL 10 x 1 miL
539137-1MLCN Protease Inhibitor Cocktail 1PC x 1ML 1mL
524625-1SETCN Phosphatase Inhibitor Cocktail Set Il 5x1mL
BEEATS 524625-1EACN Phosphatase Inhibitor Cocktail Set II 1mL
N7 524629-1SETCN Phosphatase Inhibitor Cockta 1PC x 1ML 5x1mL
524629-1MLCN Phosphatase Inhibitor Cockta 1PC x 1SET 1mL
85 i
Cat No. Description Target Dissolving Qty/Pk
101500 AEBSF, Hydrochloride H,O 50/100/500 mg, 1g
5.08436.0001 InSolution™ AEBSF, Hydrochloride serine proteases NA, liquid 50 mg
PMSF, Phenylmethylsulfonyl P Ethanol, isopropanol,
52332 . 1/5/125 g
Fluoride or methanol
199001 Benzamidine, Hydrochloride trypsin and trypsinlike enzymes | H,O 5/25 g
Phosphatase Inhibitor
208851- ) . .
Calyculin A, Discodermia calyx PP1, PP2A DMSO or Ethanol 10 pg
10UGCN
) . Methanol, ethanol,
495604 Okadaic Acid, Prorocentrum sp. 25/100/500 pg
PP2A DMF, or CHClI,
459616- . . . DMSO, Ethanol
Okadaic Acid, Ammonium Salt 25 ug
25UGCN or H,0O
207000- . . o .
Calcineurin Autoinhibitory Peptide H,O 250 pg
250UGCN PP2B
239900- .
Cypermethrin DMSO or Ethanol 10 mg
10MGCN

. PTP(protein phosphotyrosine
567540-5GMCN | Sodium Orthovanadate H,O 59
phosphatase)




Synthesis Sample Pretreatment

Solvent

W EEL  SREERRRERAZEEESITER

W 525 E BT HPLC AT &4 0.2um BRI =E
B BEE: EEETEEEmn

Description Qty/Pk

1.06018.4000 Methanol for liquid chromatography LiChrosolv 4L
RS 1.06009.1000 Methanol for analysis EMSURE® ACS,ISO,Reag. Ph Eur 25L
1.07018.2511 Methanol for analysis EMPARTA® ACS 25L
e 1.00014.2500 Acetone for analysis EMSURE® ACS,ISO,Reag. Ph Eur 25L
1.07021.2511 Acetone for analysis EMPARTA® ACS 25L
2R 1.09634.2500 2-Propanol for analysis EMSURE® ACS,ISO,Reag. Ph Eur 25L
B 1.07022.2511 2-Propanol for analysis EMPARTA® ACS 25L
LTy 1.09731.1000 Tetrahydrofuran for analysis EMSURE® ACS,Reag. Ph Eur 1L
1.07025.4000 Tetrahydrofuran for for analysis EMPARTA® ACS 4L
&7 B 1.09623.2500 Ethyl acetate for analysis EMSURE® ACS,ISO,Reag. Ph Eur 2.5L
E2kE 1.07023.2511 n-Hexane for analysis EMPARTA® ACS 2.5L
BT RK 1.15333.2500 Water for chromatography (LC-MS Grade) LiChrosolv® 2.5L

Salt

W EE A E TR
W 274 ACS (10th Edition), Ph Eur 33
B EMSURE® %4k : #8# ACS, ISO & Reag. Ph Eur A& » #tx—%4ts

Synthesis

Sample Pretreatment

Identification Separation

PAE] Cat No. Description Qty/Pk
[l 1.01063.0500| Aluminium nitrate nonahydrate for analysis EMSURE® 500 g
[z 1.01116.0500 | Ammonium acetate for analysis EMSURE® ACS,Reag. Ph Eur 500 g
AEBRE 1.03883.0250| Iron(lll) nitrate nonahydrate for analysis EMSURE® ACS,Reag. Ph Eur 250 g
a1t 1.05833.0250| Magnesium chloride hexahydrate for analysis EMSURE® ACS,ISO,Reag. Ph Eur 250 g
TikB& 80 1.06392.0500| Sodium carbonate anhydrous for analysis EMSURE® ISO 500
a1ksh 1.06404.1000| Sodium chloride for analysis EMSURE® ACS,ISO,Reag. Ph Eur 1 kg
RIS ERR 1.06448.1000| tri-Sodium citrate dihydrate for analysis EMSURE® ACS,ISO,Reag. Ph Eur 1kg
BEEEESN 1.06329.0500| Sodium hydrogen carbonate for analysis EMSURE® ACS,Reag.Ph Eur 500 g
BAEA L — 4 1.06586.0500| di-Sodium hydrogen phosphate anhydrous for analysis EMSURE® ACS,Reag. Ph Eur 500 g
P 1.06580.0500| di-Sodium hydrogen phosphate dihydratefor analysis EMSURE® 500 g
S 1.04936.1000| Potassium chloride for analysis EMSURE® 1 kg
BEERE 4 | 1.05099.1000| di-Potassium hydrogen phosphate trihydrate for analysis EMSURE® 1 kg




Sample Pretreatment

Acid -

W #HR—EMS E
B S4E . EMSURE® #EEK - 99.7~99.9% * ACS 4EEER - 99~99.5%
B EMSURE® 4% : 8 ACS, I1SO X Reag. Ph Eur 3 &0

Identification Separation

Pax | Cat No. Description Qty/Pk
VNS 1.00063.2500 | Acetic acid (glacial) 100% anhydrous for analysis EMSURE® ACS,ISO,Reag. Ph Eur 25L
g 1.00264.1000 | Formic acid 98-100% for analysis EMSURE® ACS,Reag. Ph Eur 1L
HIEH 1.00317.2500 Hydrochloric acid fuming 37% for analysis EMSURE® ACS,ISO,Reag. Ph Eur 25L
= 1.13386.2500 | Hydrochloric acid fuming 37% for analysis max. 0.001 ppm Hg EMSURE® 25L
BEE 1.07298.0250 | Hydrogen peroxide 30% 250 mL
RS 1.00452.2500 | Nitric acid 65% for analysis (max. 0.005ppm Hg) EMSURE® Reag. Ph Eur,ISO 25L
1.00456.1000 | Nitric acid 65% for analysis EMSURE® Reag. Ph Eur,ISO 1L
[l 1.00731.1000 | Sulfuric acid 95-97% for analysis EMSURE® ISO 1L
1ERSER 1.00573.1000 ortho-Phosphoric acid 85% for analysis EMSURE® ACS,ISO,Reag. Ph Eur 1L
2 1.00319.1000 Hydrochloric acid 32% for analysis EMSURE® 1L
AL 1.00334.0500 Hydrofluoric acid 48% for analysis EMSURE® ACS,ISO,Reag. Ph Eur 500 mL

Sample Pretreatment Identification Separation

Base

B 5558 B + BFRAEERI = ReflEER + MENTEYSE
B EMSURE® 4% : #8# ACS, ISO } Reag. Ph Eur R&3
W #or—rEs

Pax] Cat No. Description

&K 1.05432.1000| Ammonia solution 25% for analysis EMSURE® ISO,Reag. Ph Eur

F[ELH 1.05033.1000 | Potassium hydroxide pellets for analysis EMSURE® 1 kg

SEqeh 1.06498.0500 Sod?um hydrox?de pellelts for analysis EMS.URE® _ 500 g
1.58793.1000 | Sodium hydroxide solution 50% for analysis EMSURE 1L

Buffer

W75 E : SERERE S E
W EaBAR

B &=
Description Dissolving
524750-1EACN TBS Tablets 500 ml of DD H20/ tablet 10 Tablets
524650-1EACN PBS Tablets 1L of DD H20/ tablet 10 tablets
524753-1EACN TBS-TWEEN® Tablets 500 ml of DD H20/ tablet 10 tablets
428029-1EACN SDS Tablets Each tablet contains 0.5 g SDS 50 Tablets
567442-1EACN Sodium Chloride Tablets 1 L of 0.9% sodium chloride 10 Tablets
524653-1EACN PBS-TWEEN® Tablets 1L of DD H20/ tablet 10 Tablets
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AN\ EXCEL Scientific.. PCR | qPCR | ELISA %THE

B DNase and RNase-free ThermalSeal® RTS
B Thermal Seal RTS a2 EHE 5
B BRHETSEHERRE
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W 5 #78 PCRIQPCR FEF

1

B 2 2518 3% 1 {EFIH #excew roLspc

PCR EXCEL 100-THER-PLT ThermalSeal (5% ) 100 B | 93 $1,000

EXCEL TS-RT2-100 ThermalSeal RT2 ( B%h14 / for 758 ) 100 & | Bio-Rad $2,000
PCR/qPCR
(% t(lﬁ‘ ) EXCEL TS-RT2-RR-100 ThermalSeal RT2RR (B414 / for 8% ) | 100 /& | ABI $2,000
=RIEIERE
- EXCEL TSS-RTQ-100 ThermalSeal RTS ( &5 ) 100 5 | ABI/Roche | $3,000
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st ¥EPRAT www.antec-bio.com.tw 0800-363-666

ANTEC Bioscience Inc &1t 02-2758-5928 %44 03-530-7572 &1 04-2463-8312 &% 06-336-9665 =i 07-342-7336

A/UV100625



