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Mean Coverage (GATK)

Annotation Source

SeqCap EZ MedExome

CCDS 99.8%
ClinVar 99.9%
Ensembl 99.7%
GENCODE 99.6%
miRBase 98.7%
OMIM 99.7%
RefSeq 99.8%
VEGA 99.7%

* Data represents design coverage (calculated using 100 bp padding of the SeqCap EZ
MedExome capture target) of the database.

SeqCap EZ MedExome* Target Enrichment Kit coverage across select annotation

sources
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# 1 RefSeq coverage *

Cat. No. Product Size
07676581001 4 rxns
07681330001 SeqCap EZ MedExome Target Enrichment Kit 48 rxns
07681348001 384 rxns
08286370001 ) . 24 rxns
08286345001 HyperCap Target Enrichment Kit 96 rns
08286418001 ] 24 rxns
08286400001 HyperCap Bead Kit 96 xns

for research use only, not for clinical purpose






