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M= DNA (cfDNA) & [M4%57%# RNA (cfRNA)

[EEEEIA MR cfDNA BE » ERPREREA o 1 ml WMFEREEA% 1-100ng/ml + cfDNA E F EREE
#9/% 100 bp ~10 kb ° cfDNA fERBRREERR * RRBRNIERBE - flLN B AREEI B EBETMAIRA -
RIS BT R INE MR BB REEER S A RIEH c DNA 88t - R ERERBRIBEFIER

Quick-cfDNA™ Serum & Plasma Kit
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Total DNA is efficiently purified from cell-free biological fluids with the Quick-cfDNA™ Serum Cell-free DNA recovery scales proportionally with sample
& Plasma Kit. Total DNA, including both high and low molecular weight species, purified input using the Quick-cfDNA™ Serum & Plasma Kit gel image
(duplicates) from human maternal plasma, amniotic fluid and cerebrospinal fluid was analyzed. show the linear recovery of cfDNA from human plasma and

serum (healthy female donors), as measured.
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MEE 5% DNA (cfDNA) & [MZE 55 RNA (cfRNA)

Quick-cfRNA™ Serum & Plasma Kit
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LB AERS ' cfRNA EEEH MRS

Proportional scale up relative to input volume (from 0.2 ml to 1 ml; 55y male
plasma). Triplicates of purified samples used to generate RT-gPCR (Bioline;
EPIK miRNA Select Kit, hsa-miR-16-5p assay).

N

> BREREENH
BT ~ EEER ofRNA #7T RT-PCR

2x and 8x more yields achieved from low and high input volumes, respectively,
compared to the next best product from other supplier. Triplicates of purified
samples from different kits used to generate RT-qgPCR data .
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XCF" COMPLETE Exosome & cfDNA Isolation Kits
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The XCF COMPLETE Kit shows low protein carryover. Western blots
of co-purifying human albumin (~67kD) and heavy-chain IgG (~50kD)
comparing untreated serum and plasma versus the same samples
processed using the XCF Kit .

IgG

Untreated XCF Kit
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Exosomes prepared using the XCF COMPLETE Kit deliver the expected particle size profile. NanoSight NTA data for extracellular
vesicles isolated from 500 pl of serum (Panel A) and plasma (Panel B).
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B XCF™ Exosomal DNA Isolation Kit t2 7] LIZZEY ! exosomal DNA

Exosomal DNA
(150 - 225 bp)

100

B.
Total yield: 142 ng Total yield: 91 ng
Concentration: 2.84 ng/ul 1209 Concentration: 1.82 ng/ul
A260/280: 1.52 & 100 A260/280: 1.19
| Eol |
g 60 ‘
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200 360 460 600 1,000 3,000 10,580 35 200 300 460 660 1,000
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10,380

cfDNA and exosomal DNA isolated using the XCF COMPLETE Kit are of good quality and yield with the expected size. Agilent
Bioanalyzer profiles of the exosomal DNA portion (Panel A) and cfDNA portion (Panel B) of 500 pl of serum processed with the XCF
COMPLETE Kit. A notable peak around ~166 bp is seen in both cfDNA and exosomal DNA.
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Amicon Ultra Centrifugal Filter Unit /B#EEHDE - IBHEIHE ctDNA

{#F RC ( Regenerated Cellulose ) #1'5 » EREREED o

Dead volume stop &5t * BLEBLORSEBXR » BAREOKREEEIRE WA ESANERRHRER -
Heat sealing : RAEORBHBEABAL @ ¥ sample EARE -

B © #KA TFF FNRME » KRAZHEER - BIRES -

PR - FRRGEEOERN » RRAULUBMEE T LIETER buffer IENE -

T2 EOER PP ME » AR

1. &

Ll B F
. | l b $E1.2.3 —J Add Recover
T % =7 a5 e - Sample Purified
'8 | =% Sample §FRGE l Sample
i -
i v A4
- NER& o
Recommended g-force and spin time
Nucleotide cut-off guidelines for single stranded DNA Nucleotide cut-off guidelines for double stranded DNA for Amicon Ultra devices
Single-Stranded NMWL Double-Stranded NMWL Maximum Spin Tim? (min)
Nucleotide Cut-off (bp) 3K (40 min) 10K (20 min) Nucleotide Cut-off (bp) 30K 50K 100K NMWL G-Force Rating at25°C
10 98 Q7 137 95 95 — 3K 7,500 40
15 Q6 95 301 — Q4 — 10K 7,500 20
20 94 Q4 657 — 99 — 30K 5,000 10
25 Q6 Q6 1129 — 100 Q7 50K 2,000 20

Based on >90% retention. Spinning 50 and 100K devices at higher 100K 2,000 10

than recommended g-force may result in lower recovery of DNA.
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Cat. No.

name

size

Mm% H%E DNA (Cell-free DNA; cfDNA) & IME%58E RNA (Cell-free RNA; cfRNA)

o Yos D4076 Quick-cfDNA™ Serum & Plasma Kit 50 preps
e R1059 Quick-cfRNA™ Serum & Plasma 50 preps
5\) SBI XCF100A-1 XCF COMPLETE Exosome and cfDNA Isolation Kit 20 rxns
System Biosciences XCF200A-1 XCF Exosomal DNA Isolation Kit 20 rxns
B 1EIRPEZ DNA (circulating tumor DNA; ctDNA )
UFC500324 Amicon Ultra-0.5 Centrifugal Filter Unit ; 3 kDa 24/pk
UFC501024 Amicon Ultra-0.5 Centrifugal Filter Unit ; 10 kDa 24/pk
PACRCEMK | urcsoz024 Amicon Ultra-0.5 Centrifugal Filter Unit ; 30 kDa 24/pk
UFC505024 Amicon Ultra-0.5 Centrifugal Filter Unit ; 50 kDa 24/pk
UFC510024 Amicon Ultra-0.5 Centrifugal Filter Unit ; 100 kDa 24/pk
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